Key indicators: single-crystal X-ray study; T = 113 K; mean (C-C) = 0.002 Å; R factor = 0.035; wR factor = 0.095; data-to-parameter ratio = 12.8.
In the title compound, C 15 H 15 NO 4 , the quinoline ring system and one of the malonate side chains are essentially coplanar (r.m.s. deviation = 0.0297 Å ). The two malonate C-C( O)-O-CH 3 side chains are oriented at right angles [89.68 (8) ] with respect to each other. The crystal packing is stabilized by weak non-classical intermolecular C-HÁ Á ÁO hydrogen bonds, which link the molecules into dimers about inversion centers.
Related literature
For general background to the synthesis of halomalonates, see: Okimoto & Takahashi (2002) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
The molecular structure of (I) is presented in Fig. 1 . In (I), the quinoline ring and the side chain atoms C10/C11/C14 are essentially planar [r.m.s. deviation, 0.0297 Å]. The two malonate side chains comprising C/C/O/C atoms (C11/C12/O1/C13 and C11/C14/O3/C15) are oriented at right angles (89.68 (8)°) with respect to each other. The crystal packing is stabilized by weak non-classical intermolecular C-H···O hydrogen bonds which link the molecules into dimers about inversion centers.
An anhydrous methanol solution (130 ml) of 2-brommethyl quinoline was added to an anhydrous methanol solution (180 ml) of sodium methoxide (5.4 g, 0.1 mol) and dimethyl malonate (26.4 g, 0.2 mol). The mixture was refluxed for 4 h and the product was isolated with silica gel column. The solvent was removed and a little petroleum ether was added to the resultant to give pale-yellow precipitates which were isolated, recrystallized from n-hexane, and dried under vacuum to give the title compound (60% yield). Colorless single crystals of the title compound suitable for X-ray analysis were obtained by slow evaporation of an n-hexane solution.
Refinement
The H atoms were included in calculated positions (C-H = 0.93-0.98 Å) and refined as riding with U iso (H) = 1.2U eq (C) or 1.5U eq (methyl C). 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. 
Refinement. Refinement of F

